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RAW SEQUENCE LISTING 
ERROR REPORT 




The Biotechnology Systems Branch of the Scientific and Technical Information 
Center (STIC) detected errors when processing the following computer readable 
form: 



Application Serial Number: 0^/^/73 <F, YVY^ 



Source: 
Date Processed by STIC: 



THE ATTACHED PRINTOUT EXPLAINS DETECTED ERRORS* 

PLEASE FORWARD THIS INFORMATION TO THE APPLICANT BY EITHER: 

1) INCLUDING A COPY OF THIS PRINTOUT IN YOUR NEXT COMMUNICATION TO THE 
APPLICANT, WITH A NOTICE TO COMPLY or, 

2) TELEPHONING APPLICANT AND FAXING A COPY OF THIS PRINTOUT, WITH A 
NOTICE TO COMPLY 

FOR CRF SUBMISSION QUESTIONS, PLEASE CONTACT MARK SPENCER, 703-308-4212. 

FOR SEQUENCE RULES INTERPRETATION, PLEASE CONTACT ROBERT WAX, 703-308-4216. 
PATENTIN 2 J c-mail help: natin21heln@iispto.gov or phone 703-306-41 19 (R. Wax) 
PATENTIN 3.0 e-mail help: patin30help(g),uspto.gov or phone 703-306-4119 (R. Wax) 

TO REDUCE ERRORED SEQUENCE LISTINGS, PLEASE USE THE CHECKER 
VERSION 3.0 PROGRAM , ACCESSIBLE THROUGH THE U.S. PATENT AND 
TRADEMARK OFFICE WEBSITE. SEE BELOW: 



Checker Version 3.0 

The Checker Version 3.0 application is a state-of the-art Windows based software program 
employing a logical and intuitive user-interface to check whether a sequence listing is in 
compliance with format and content rules . Checker Version 3.0 works for sequence listings 
generated for the original version of 37 CFR §§1 .821 - 1.825 effective October 1 , 1 990 (old 
rules) and the revised version (new rules) effective July 1, 1998 as well as World Intellectual 
Property Organization (WIPO) Standard ST. 25. 

Checker Version 3 .0 replaces the previous DOS-based version of Checker, and is Y2K- 
compliant. Checker allows public users to check sequence listings in Computer Readable form 
(CRF) before submitting them to the United States Patent and Trademark Office (USPTO). 
Use of Checker prior to filing the sequence listing is expected to result in fewer errored sequence 
listings, thus saving time and money. 

Checker Version 3.0 can be down loaded from the USPTO website at the following address: 

http://www.uspto.gov/web/offices/pac/checker 



Sequence Listing Error SBwmarf 



ERROR DETECTED SUGGESTED CORRECTION 



SERIAL NUMBER: 



ATTN: NEW RULES CASES: PLEASE DISREGARD ENGLISH "AtPHA" HEADERS, WHICH WERE \h 

1 Wrapped Nuclelcs The number/text at the end of each line "wrapped" down to the next line. 

This may occur if your file was retrieved in a word processor after creating It. 
Please adjust your right margin to .3, as this will prevent "wrapping". 

2 Wrapped Aminos The amino acid number/text at the end of each line "wrapped H down to the next line. 

. This may occur IT your file was retrieved in a word processor after creating it. 
Please adjust your right margin to .3, as this wiU 'prevent "wrapping". * 



^PTO SOFTWARE 



Incor/ect Line Length The rules require that a line not exceed 72 characters in length. This includes spaces. 



Misaligned Amino Acid 
Numbering 

Non-ASCII 



The numbering under each 5th amino acid is misaligned. This may be caused by the use of tabs 
between the numbering. It is recommended to delete any tabs and use spacing Jiofwe^fthe numbers. 

This file was not saved in ASCII (DOS) text, as required by the Sequence Rules. 

Please ensure your subsequent submission is saved in ASCII text so that it can be processed. 



Variable Length Sequence(s) contain n's or Xaa's which represented more than one residue. 

As per the rules, each n or Xaa can only represent a single residue. 

Please present the maximum number of each residue having variable length and 

indicate in the (ix) feature section that some may be missing. 



Patentln ver. 2.0 "bug" 



A "bug" in Patentln version 2.0 has caused the <220>-<223> section to be missing from amino acid 

sequence(s) . Normally, Patentln would automatically generate this section from the 

previously coded nucleic acid sequence. Please manually copy the relevant <220>-<223> section 
to the subsequent amino acid sequence. This applies primarily to the mandatory <220>-<223> 
sections for Artificial or Unknown sequences. 



Skipped Sequences 
(OLD RULES) 



Sequence(s) missing. If intentional, please use the following format for each skipped sequence: 

(2) INFORMATION FOR SEQ ID NO;X: 

(i) SEQUENCE CHARACTERISTICS:(Do not insert any headings under "SEQUENCE CHARACTERISTICS") 
(xi) SEQUENCE DESCRIPTIONrSEQ ID NO:X: 
This sequence is intentionally skipped 

Please also adjust the "(iii) NUMBER OF SEQUENCES:" response to include the skipped sequence(s). 



Skipped Sequences 
(NEW RULES) 



Sequence(s) missing. If intentional, please use the following format for each skipped sequence. 

<210> sequence id number 
<400> sequence id number 
000 



10 



Use of n's or Xaa's 
(NEW RULES) 



Use of n's and/or Xaa's have been detected in the Sequence Listing. 
Use of <220> to <223> is MANDATORY if n's or Xaa's are present. 

In <220> to <223> section, please explain location of n or Xaa, and which residue n or Xaa represents. 



11 



12 



Use of <21 3>Organism Sequence(s) m 
(NEW RULES) 



_ are missing this mandatory field or its response. 



Use of <220> Feature 
(NEW RULES) 



Sequence(s) are missing the <220> Feature and associated headings. 

Use of <220> to <223> is MANDATORY if <213>ORGANISM is "Artificial- or "Unknown" 



Please e x plain s ourc e of genetic mate rial in <220> to <223> section. 

(See "Federal Register," 6/01/98, Vol. 63", No. 104, pp. 29631-32) 



(Sec. 1.823 of new Rules) 



13 



Patentln ver. 2.0 "bug" 



Please do not use "Copy to Disk" function of Patentln version 2,0. This causes a corrupted 

file, resulting in missing mandatory numeric identifiers and responses (as indicated on raw sequence listing). 

Instead, please use "File Manager or any other means to copy file to floppy disk. 



AKS-Biotechnoiogy Systems Branch- 5/15/99 
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RAW SEQUENCE LISTING 

P A T EN T AP P I, I CAT .ION : US/ 0 9/7 38, 444 
I n p u t S e t : A : \Neb - 1 8 0 . app 

Output Set: N: \CRF3\01082 0 0 1\I7 3 84 4 4 , raw 



DATE : 01/00/2001 
TIME : 1 4 : 19 : 40 



Does 



Wot 



CoropW 



Corrected U-v~ ^ 



3 
4 

6 
8 
9 
11 

C--> 13 
C--> 14 

16 
IB 
2 0 
21 
2 2 
23 
25 
2 6 

2 8 
29 

3 0 
31 
3 3 
3 4 
3 6 
3 7 
30 

3 9 
41 

4 2 
4 4 
4 5 
4 6 
4 7 

4 9 

5 0 
52 
5 3 
5 4 
5 5 
5 7 

5 8 
60 
61 
62 

6 3 
6 5 
6 6 



< "II 0 > A P P 1, 1 CAN'T' : J a c k , w i 1 1 i a in E . 

S e h i 1 dkr a u 1. , 1 r a 
Menin, Julie F. 
Creenou gh , Luc ia 

< 1 2 0 > '1 1 TIi E OF I N V E N T I ON : Use o f S I t e - S p e c i f 1 e Nick i n g Ed don u c 1 e a s e s to C r ea t <; 

Siiigle- stranded Reg J. on s And Appl.l .cat- i. oris Thereof 

<130> FILE REFERENCE: NEB ~ 18 0 

<14 0> CURRENT APPLICATION NUMBER: US/6 9/7 3 8 ,.44 4 

<141> CURRENT FILING DATE: 2000-12-15 

<!&()> NUMBER OF SEQ ID NOS : 51 

< 1 7 0 > S O F TW ARE : P a t e n tin Ver. 2.0 

<210> SEQ ID NO: 1 

< 2 1 1. > L ENG T H : 4 0 ^^^^ 

< 2 1 2 > TY PE : DMA ^. ., — ~~ — ^ 

< 2 1 3 > ORGAN I S M y n t lie t i c o 1 i g o nu c 1 e o 1: 1 de^) 



5 



<40.0> SEQUENCE 



a a a t e a a t o t a a a g t a tata cc g g t a a a o t t g g t c t g a c a 4 0 

<21.0> SEQ ID NO: 2 
<2.tl> LENGTH: 38 

< 2 1 2 > T Y P E : D N A — — — — — 

< 2 1 3 > o RG an I s M : (s y n t he L 1 c o 1 1 g o n u c J. e o t; i de^/ 
< 4 0 0 > S EQ UE NC E : 2 ' : ' ~ 

ctageattag tcagaotcta cattcaaata tgt.atccg 3 8 

<210> SEQ ID NO: 3 
<21.l> LENGTH: 38 

< 2 1 2 > T Y P E : D N — — 

< 2 1 3 > ORGAN I S M : C s y n t h e 1 1 c o 1 i g o n u c 1 e o t i d O 
< 4 0 0 > S K QU E NCE : T~ — — - ■ 

g c g' c t. c g a t g t c agactcga gcaaaaggcc agcaaaag 3 8 

<210> SEQ ID NO: 4 
<21T> LENGTH: 5 6 

< 2 1 2 > T Y. P E : D N A^— ~ ■ " — * 

< 2 .1 3 > 0 RG A N I S M y n t h e t i c o 1 i g o n u c I e o t i d e ""\ 

< 4 0 0 > S E QUE NCE : ~~ 

g a g t c c g a 1 1 g a c c t. a a g c g g a t a c t c t g a eg a c t c g t a g a a a a g a t c a a a g g a t c 5 6 

<2I0> SEQ ID NO: 5 
< 2.1 I> .LENGTH : 51 

< 2 J. 2 > T Y P K : ■ D N A ^ ~ ; * 

< 2 1 3 > O RGAN I S M : (sy n t. he t i. c o 1 i.gonu c 1 e. o I i d e ^ 

< 4 0 0 > SEQUENCE: 5" ~ — »— — — 

g a g t c t c a g a c t a 1. c L g g a g c g a c t g a c t c a a a c 1 t : g g t c t. g a c a g 1 1 a c c 51 
<2I0> SEQ ID NO : 6 

<2.11> LENGTH: 40 _ _ ^ 

<2I2> TYPE: DNA-^"**^*""" — - — ^ ^ 

< 2 .1 3 > Q R G A N I S JmQ. s y n t h e t J. e oil go ti u c 1 e o 1.;. i tic ^) 

<4 0 0> SEQUENCE " " ~" " 

gtaaatatcg 'gactctacaa teaaatatgt atccgctcat 4 0 



So /f? f 



1 S X/> 



■fe<k ^ 



Or A*// etc* f 



"X 



file://C:\CRF3\Outhold\VsrI738444.htm 
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RAW SEQUENCE LISTING DAT E : 0 'J. / 0 8 / 2 0 0 1 . 

PATENT A PP. LI CATION : US/0 9/7 3 8,444 TIME : 1 4 : 1 9 : 4 0 

I n p u I; S e t : A : \Neb -130. app 

Ou t pu I Set : N : \CRF 3\0 1 0 8 2 0 0 1\I 7 3 84 4 4. raw 

6 8 <2.I0> SEQ ID NO: 7 

6 9 <211> LENGTH : 82 

7 0 <2 1 2 > ■ TY PE : D NA ^ * 1 " 

71 <2 1 3> ORGAN ISM : fjsyn the. tics ol x yonuc.L eot icie^J 

7 3 < 4 0 0 > S EQU E N C E : ■ ■•- -— 

1 4 q a t c q a q i. c t g a e a t o q a g c g c c t a g o a 1. 1 a g t c a g a c t; c g a L a t c g a g i c L o a g c c t g t 6 0 

7 5 tagcgatggt. a eat_.ua egae tc 82 

77 <210> SEQ ID NO: 8 

7 8 <211> LENGTH : 82 

7 9 <212> TYPE; ON A 
80 <213> ORGANISM 

8 2 <4 0 0> SEQUENCE 



A ^ -~ ^ J 

s v n L h e t i c o I i q o u u o 1 e o t i d e ^ /".«/. f - v 

1 ~o T ' 

t g t a c c a t c g o t. a a c a g g c t g a g actc g a tat c gag t c t g a c t a a t g 6 0 /" T 



8 3 ctaggagtcg teat gta oca tegctaaoag gctgagactc gatatcgagt ctgactaatg 60 f 

84 etaggoget.c gatgtoagac tc 82 {/ 

8 6 <2I0> SEQ ID NO: 9 

8 7 <211> LENGTH: 2 2 

8 8 <212> TYPE: DNA - "■ N . r^"^ TO T 



8 9 < 2 1 3 > O rgan I SM y ri t he t i c o 1 i g o n u c 1 e o t. i de ^ 

9 1 < 4 0 0 > S EQ UE N CE : ' 9 _____ ^ 

9 2 c a t g t c t a g a c t g c a g a g a t c t 2 2 

94 <210> SEQ ID NO: 10 
9 5 <2I.1> LENGTH: 18 

96 <212> TYPE: DNA ~ "™ ' ~ - 

9 7 <213> ORGANISM; /synthetic oligonucleotide ""^ 

9 9 <4 0 0> SEQUENCE ; 1r9 — . . _ _ _ s 

10 0 a 9 a t c t c i g c a cj • c: t a g a 1 $i 
102 <210> SEQ ID NO: 11 

10 3 <211> LENGTH: 21 

104 <212> TYPE: DNA^—— ' 

10 5 <213> ORGAN! S^: synthetic oligonucleotide X 

10 7 <4 0 0> ■ SEQUENCE Xl"! - - — ^ . _ J 

10 8 taeattcaaa tatgtatcog c 21 

110 <21.0> SEQ ID NO: 12 

111 <211> LENGTH: 21 

112 <212> TYPE : DNA ^ " ' * ~ * ^ 

1 1 3 < 2 1 3 > ORG AN I SM : j s y n t h e 1 1 c o 3. i gon u c 1 eo t j. d e ^ 

115 <4'00>' SEQUENCE r-kX^ . , , .J 

1 1 6 t a a a c t L. g g t c t y a c a g 1 1 a c 21 

118 <210> SEQ ID NO: 13 

119 <211>' LENGTH: 54 

12 0 <212> TYPE: Dtp ' ~* — ^ 

121 <213> ORGANI.'p: synthetic oligonucleotide 
1 2 3 < 4 0 0 > S EQUENC^JTD^- - - - 

"i . 2 4 g a g t a t c cgc 1 1 a g g t c a. a t < ■ g g a c t c g g a c c g g a t. a. t c a c a t g t g a g t c g tea 5 4 

126 <210> SEQ ID NO; 14 

127 <211> LENGTH: 54 

128 <212> TYPE ; DNA — — ' - — 

12 9 <213> ORGANISM: ^Synthetic oligonucleotide 
131 <400> SEQUENCE: l4— 
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1/8/01 



Page 3 of 7 



RAW SEQUENCE LISTING 

PATENT APPL I CAT ION : US/09/7 38,444 



DATE! ; 
TIME : 



01/0 8/20 01 
1 4 : I 9 : 4 0 



Tnpu t Set : 
Output Set : 



A : \Neb -10 0, app 

N:\CKF-3\01082001\I738444 .raw 



132 
J. 3 4 

13 5 
136 

. 3 7 
139 
140 
141 

14 3 
144 
14 6 
1 4. 7 
1 4 8 

14 9 
151. 

1 5 2 
15 3 
155 
156 

15 8 
159 

16 0 
16.1 
.16 3 
164 
16 5. 
16 7 

16 8 

17 0 
171 
172. 
17 3 
1 7 5 
176 
1 7 7 

17 9 

1 8 0 
102 
'! 8 3 

:i 8 4 

18 5 

i a 7 

1 8 8 

18 9 
191 
.192 

19 4 
19 5 
1 9 6 



c c 1: . g 1 1 a g c g a t g g t a e a t; g acga c t c a c 
<21()> S EQ 10 M O : 15 

<211> LENGTH : 'l0 - ■ 

<2'X2> TxlE; DNA 

< 2 i 3 > O R G A M J S M : H . B s t N B I R e C O g n 1 1 .1 on S e q u e n C e. 
<22()> FLA i'URI: : 

< 2 2 3 > 0 1' H E E 1. N F O RM A T I OH: N : L a d ;i c q t . e s any b a s e 

of b a s e p a i . r " 1 n y be t w e en t he s t r a r j d s ) , 
SEQUENCE: 15 



1 g t g a t a tec g g t c ; c g a g i c c g a 1 



54 



(sub j e c t t o L Si e <\ o rut a J . r u 1 o s 



Ar t i f i c 1 a. J. S eq u e n c e 



Sequence : Theoretical 



<4 0 0> 

gagtennmm 

<210> SEQ ID NO: 16 
LENGTH : 1 8 
TYPE : DNA 
ORGANISM: 
FEATURE : 

OTHER INFORMATION: Description of Artificial Sequence; Theoretical 
sequences - all randomly generated 
SEQUENCE :■ 16 ■ 

.aaac cc a ga t gt IB 
SEQ ID NO: 17 
LENGTH : 18 
TYPE : DNA 

ORGANISM: Artificial Sequence 
FEATURE : 

O T H E R T N F O R m A T I ON: D e s c r :t p 1 1 o n o f A r t i f i c 1 a 1 
a e que n c e s ■ - a 1 1 r a n dom 1 y g e n e r a t e d 
SEQUENCE : 17 
g e g 1 1 c a a. a c c c a g a. t g t 
<210> SEQ ID NO: 1,8 
LENGTH : 18 
TYPE: DNA 

ORGANISM: Artificial Sequence 
FEATURE': ' 

OTHER INFORMATION : Description of Artificial Sequence: 
sequences - a 1 1 randomly generated 
<4-0 0> SEQUENCE: 18 
a g c t g 1 1 c t a a g c o g o a a 
< 2 1 0. > S E Q I D . N O : 1 9 
LENGTH: 18 
TYPE : DNA 

ORGANISM: Artificial Sequence 

FEATURE: 

OTHER INFORMATION: Description of Artificial sequence: 
sequences - ail randomly generated 
SEQUENCE : 19 
t g t g a a c a c e L c g I. a a e g 
<210> SEQ ID NO: 2 0 
<211> LENGTH: 18 
<212> TYPE: DNA 



<2.'l 1> 
<242> 
<213> 
<2 2 0> 
<223> 

<40'0> 
gegtc (: 
<210> 
<21 1> 
<212> 
<213> 
<220> 
<22 3> 

<4 00> 



<2I1> 
<212> 
<2I3> 
<2 2 0> 



<211> 
<212> 
<213> 
<2 2 0> 
<22 3> 

<400> 




Theoretical 



18 



Theoretical 



18 
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RAW SEQUENCE LISTING DATE: 01/0 8/2 00 'J. 

PAT E H T A i:' P LI CAT ION : US/ 09/738, 444 T IM E : 1 4 : 1 9:40 

T n pu L Set. : A : \Neb-- 1 8 0 . app 

Output. Set: N:\CEF3\01082001\l73 8444.raw 

197 <213> ORGAN ISM : Artificial. Sequence 

19 9 •: '::> 0 > FEATURE: 

200 <223> OTHER INFORMATION : Description of Artificial Sequence: Theoretical 

201 sequences - a 1 I randomly generated. 
203 <400> SEQUENCE: 20 ' • 

2 04' 1 t c c caagca ca t g g g a t ! a 

20 6 <2.10> SEQ ID NO: 21- 

207 <211> LENGTH : IB 

208 <2:i2> ••: : DNA 

209 <2.13> ORGANISM: Artificial Sequence 
211 <220> FEATURE: 

2 J 2 <223> OTHER INFORMATION : Descr i pt ion of Artificial Sequence: Theoretical 
2.13 sequences - all randomly generated 

■215 <4 0G> SEQUENCE: 21 

215 tetoeaagca eagfgagt IB 
21.8 <210> SEQ ID NO: 22 

219 <2X1> LENGTH": 18 

220 <212> TYPE : DNA 

2 21 <2I3> ORGANISM: Artificial Sequence 

223 <2 2 0> FEATURE : 

224 <223> OTHER INFORMATION : Description of Artificial Sequence : Theoretical 
2 2 5 s e q u e n c e s - a. 1 1 r a n d om J. y gen e r a ted 

227 <4()0> SEQUENCE: 22 

2 28 tgaofcaagc gagtacto ■ IB 
2 30 <2:t0> S HO I'D NO: 2 3 

231 <2II> LENGTH: 18 • 

232 <212> TYPE: DNA 

2 3 3 < 2 1 3 > O RG A N I SM : Ar t i f i. c ia 1 S e q u e n c e 
2 35 <2 2 0> FEATURE; 

2 36 < 2 2 3 > O TH ER I N FORMA']? 1 o N : D e s c r i. p t .ion o f Ax t i f i c i. a 1 Sequence: Th e ore tical 

2 3 7 s e q u e :i c e s - a J . .1 r a n d om 1 y g e n e r a t e d 

239 <4 0 0> SEQUENCE: 2 3 

2 4. 0 t g a etc a a g c g g a t a c t c ' 1 8 

242 <219> SEQ ID NO: 24 

243 <2I1 > LENGTH : 18 ' 

244 <212>- TYPE: DNA 

245 <213> ORGANISM: Artificial Sequence 

247 <2 2 0> FEATURE: 

248 <223> OTHER INFORMATION: Description o! Artificial Sequence: Theoretical 
24 9 s e q u e n c e s - a 1 1 r a n d om I y g e nerated 

251 <400> SEQUENCE: 24 

2 5 2 t g c a t ea age g g at:. actc - 1 8 

2 54 <2I0> SEQ ID NO: 25 
2 55 <2I1> LENGTH: 18 

256 <212> TYPE; DNA . 

257 <213> ORGANISM; Artificial Sequence 
259 <220> FEATURE: 

2 6 0 < 2 2 3 > O TH ER 1 NPO R MAT T ON: D e s c r 1 p t ion o f 'Art. i :f i c i a I S equ enc e : The o re 1 1 c a I 
261 sequence - randomly generated 
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RAW ■ SEQUENCE LISTING 

PATENT AP P .Li 1 OAT ION : US/09/730,444 



DATE : 01/0 8/2 00 J. 
TIME : 1 4 : 19 : 40 



input; Set 
Outpu i Set 



A: \Neb-180 . app 

N:\CRF3\010 82 0 01\I7 3 8444 .raw 



26 3 <4 0 0> SEQUENCE: 2 5 
26 4 actgagcgec at yea tt a 



18 



26 6 <210> SEQ ID NO: 26 
26 7 <211> LENGTH : 18 
26 8 <212> TYPE: DNA 

269 <213> ORGANISM: Artificial Sequence 
'2 71 <2 2 0> ■ FEATURE : 

2 7 2 < 2 2 3> O THE R T.N FORM AT I ON : D e s o r 1 p t i on o f Art. i f i. c i a .1 Sequ e n ee : T h eo re t ica 1 
2 7 3 s e < i i.i e n. c e - r a n. d oral y g e n e r a t e d 

275 <400> SEQUENCE: * 2 6 

2 7 6 " a e t g a g o g e e a g t c a t " t a 18 
273 <210> SEQ ID NO: 27 

279 <2.L1> LENGTH: 18 

280 <2'].2> TYPE: DNA 

281 <2I3> ORGANISM: Artificial Sequence 
28 3 <22 0> FEATURE: 

284 <223> OTHER INFORMATION: Description of Artificial Sequence: Theoretical 

28 5 sequence - randomly generated 
237 <4()0> SEQUENCE: 27 

2 8 8 a 1. c q a g c g cc a !. g o a 1 1 . a. 18 
2 9 0 < 2 1 0 > S E Q I D NO : 2 8 

291 <211> LENGTH: 18 . 

292 <212> TYPE: DNA 

293 <213> ORGANISM: Artificial Sequence 
295 <'22 0> FEATURE: 

29 6 <22 3> OTHER INFORMATION: Description of Artificial Sequence: Theoretical 
2 9 7 s e q u e n c e - r a. a d o m 1 y g e n e r a to d 

2 9 9 < 4 0 0 > S EQUE NO E : 2 8 

30 0 a to gag ogee t a goat t a 18 

3 02 <210> SEQ ID NO: 2 9 
303 <211> LENGTH: 18 

3 0 4 •; 2 I 2 > T YP E : D N A 

30 5 <213> ORGANISM: Artificial Sequence 

307 <220> FEATURE: 

308 <223> OTHER INFORMATION: Description of Artificial Sequence: Theoretical 

309 sequence - randomly generated 
3 1 1 < 4 0 0 > S EQUE NC E : 29 

3 1.2 tgl..accateg ctaacagg 18 

314 <210> SEQ ID NO: 3 0 

315 <211> LENGTH: 36 

31 6 <212> TYPE : DNA 

317 <2I3> ORGANISM: Artificial Sequence 

319 <22()> FEATURE: 

320 <22 3> OTHER INFORMATION: Description . of Artificial Sequence: Theoretical 

321 sequence - implemented via the synthetic 

3 22 oligonucleotide, but never existed as independent 

32 3 entity 

.325 <400> SEQUENCE : 30 

3 2 6 g a g t c t g a c a !. o g a g c g c c t. a g c a 1 1 a u to a g a c t c 3 6 
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VERIFICATION SUMMARY 

P A T ft N T AP P L I C A T ION : US / 0 9 / 7 3 8 , 4 4 4 



DATE : 01/0 8/20 01 
T T.ME : 1 4 : I 9 : 4 1 



1 1 j p ut Set : A:\Neb-180.a pp 

Oil t pu t Set: N : \CKF 3 \0 1 0 8 2 0 0 1\ 1 7 3 8 4 4 4 . r aw 



L : 1 3 m : 2 7 0 C : C u r r e n L A p p 1 i o a t : i on N umb e r d i.f fers , Re p 1 a c e d A p p ]. i c a. t 1 o n N u nib e r 
L ; 1 4 M : 2 7 1 C : C u r r e n 1. I :t J i n y D .; f e of I I f e r s , Pep laced C u r rent F .1 i . I n g Date 
L: 14 4 M : 2 5 8 W: Mandatory Feature m i.ss i.nq, <221> not found for SEQ ID if- : 1 5 
t:144 M:258 W: Mandatory Feature missing/ <222> not found for SEQ iD#:.15 
L : 1 4 4 M : 3 4 0 W : (46) " n " or " X a a. " used: F e a t u r o r e q u i r e d. , f o r S E Q I D # ; 1 5 
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